personalising diagnostics

V=T VREICEBHLAYTE>VY
YoOH——T VA RERK—T VR
FAUZXLEZZVYVYT

qPCRJ&



HLAY =T R
IXRIN—FDERA

EMmifilEBiEE. BEREZICEVWTE &6k
BN TEELBPFOVOLEDTY,
AEERzALSEZH. BEEERT—DRE
VATLZEREBROYYFSEZIHEDLHD
x9,

DNAY =T Y AEMDERICED . HLAY A
EY TR LANIVICEEZELTED E5IC
BRERNYFVIDAREICBD X UL,
ZORBICIFIEFEBRTESIHARE . BHLIEY T
RPN KRHESNET,

T10FEUEICED.,.GenDxIEFHLARZFICH LY
T Y—TVARRE . V7N 7. BEZ70O
TJoL-HR— ZRHELTVEXT,

GenDx F®FEYR—rZEU.HLATFR
NKR—KDEBEBPEDBEWIAMEVITRREEZR
T REBRFTF—EDIYYFUTICEEBT S
EEBFEVWWELETD,




YOH—2—TVREIC
&KBDHLAY1EVY

SBT% (Sequencing Based Typing)
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NGSengine® W11 HLA loci: A, B, C, DRBI,

DQB1, DRB3/4/5, DQAT,
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MAlleleSEQR®, 6 HLA loci:
A, B, C DRB1, DQB1, DPB1
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SBTexcellerator® & SBTengine®
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DART (Dynamic Ambiguity Resolving Tool),
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Sanger workflow
AN

SBTexcellerator core kit
HLA locus-specific amplification
Sequencing primers for Core exons
1st round sequer&cing amplicon

SBTengine
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1st Sanger Data Analysis
SBTexcellerator®

Genotype/Allele ambiguities

SBTexcellerator

Core

Extended

GSSPs

Extended Sequencing primers

AlleleSEQR® * Core(HLA-A, B, C, DRB1, DQB1)**
Extended kit
MSPs*
2nd round sequencing amplicon GenDx-ExoSAP Exonuclease | & Shrimp Alkaline phosphatase
SBTengine® Data analysis software
GSSPs sequencing/ Extended exon sequencing e HEAREE LTOABEN N ET,

SBTengine

2nd Sanger Data analysis

* Per 2015 the AlleleSEQR product line of Celera has been acquired by
GenDx, being responsible for manufacturing and distribution for GenDx
AlleleSEQR per 1-1-2016. AlleleSEQR products fit very well in the existing
portfolio of GenDx for Sanger sequencing based HLA typing and can be

perfectlyl combined with our software SBTengine.

~24 h

* Complete kits, including ExoSAP-IT™ and BigDye® terminator



NGSgo® & NGSengine®
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NGS workflow
A

Illumina MiSeq lon Torrent PGM PacBio RSII

NGSgo-AmpX

HLA locus-specific amplification

Loci pooling Library prep.

NGSgo-LibrX & NGSgo-IndX
Fragmentation, end-preparation & adapter ligation

Library pooling
DNA-clean up
NGSgo-IndX

. Fully automated
Indexing PCR sequencing run

DNA clean-up
Library pooling

Library quantification

Clonal amplification
Sequencing run

. V. Enrichment ISPs
incl. clonal amplification

Sequencing run

NGSengine
NGS data analysis

~38 h ~28 h ~28 h

NGSgo NGSgo-AmpX Amplification primers

NGSgo-LibrX Library preparation kit
NGSgo-IndX Adaptors & Indices

NGSengine Data analysis software

BRI AEAHAELLTOABEVWWLLEITET,



KimerDxBHEE=-YU>VIT AT

FAUVXALEZTIVY

qQPCRZEICEBFAVILEZ=ZSYV VYT
=XE0.05%
BBV ZA—LWIEDYTIND T
FRBEYNTYVT
ZINICHITBT—o70—D5EHE
BEH DRRRT — T BT

[ ——

15VBIORR8Y VTN ZEIc/FA1EY T AR
RN T—F AL —I LIR—FTa VT
2702V I I T HER

MR EENF— BT

YREFZSTCI18RERFR LICSTOEGEFV—H—

Hm—E8
KimerDx KMRtype® Genotyping assay
KMRtrack® Monitoring markers
KMRassay Reference gene, gPCR buffer
AlleleSEQR®* Monitoring markers
KMRengine® Data analysis software
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*All AlleleSEQR monitoring markers are available to continue monitoring previously genotyped samples. These
markers are fully integrated into the KimerdDx Transplant Monitoring system including the software KMRengine.
New and previous typed samples can be managed with one comprehensive system.



HLA Training School

Join & discover

Sharing information and knowledge on
Sequencing based HLA typing and
chimerism monitoring is our priority.
We empower you in generating the best
HLA typing results and monitoring
chimerism with high sensitivity.

Join one of our Teaching Sessions,
User Meetings, Webinars or hands-on

laboratory experiences.

Register via www.gendx.com/education
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support@gendx.com
t: 43130 25237 99
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info2@rikengenesis.jp

t: 03-5759-6042
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GenDx®©, SBTexcellerator©®, SBTengine©, NGSgo©, NGSengine© and AlleleSEQR® are registered trade names

of Genome Diagnostics B.V., KimerDx©, KMRtype®©, KMRtrack© and KMRengine®© are registered trade names of KimerDx B.V.
All other trade names are property of their respective owners.
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